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Supplementary file (Figure 3) 
Two-dimensional (2D), and three-dimensional (3D) interaction diagrams of docked antiviral com-

pounds with the monkeypox poxin protein (PDB ID: 8C9K) generated using BIOVIA Discovery Stu-
dio Visualizer.  
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Docking poses of (A) Tecovirimat, (B) Tipranavir, (C) Remdesivir, (D) Fluocinolone, (E) Molnupiravir, (F) Famciclovir, (G) Acyclovir, (H) Cidofovir, and (I) Brin-

cidofovir in complex with 8C9K. Left: 3D conformation; Right: 2D interaction diagram with three letter code amino acids with chain type (A, B, C, D), and number, 

respectively. 


